
●●

●

●●●●

●

●

●

●

●

●●

●

●

●●

●

●●

●

●●

●

●

●●●●

●

●

●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●p = 0.0021

●●

●

●●●●

●

●

●

●

●

●●

●●

●

●●●●

●

●●

●

●●●●●

●

●

●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●p = 0.0012

FGFR3 TACC3

−2

−1

0

1

2

Gene

C
N

V

Fusion (n=203) Non−fusion (n=6128)

CNV comparison between fusion and nonfusion group 

 Note: +2: Deep Amplications; +1: Shallow Amplifications; 0: Unchanged; −1: Shallow Deletions; −2: Deep Deletions


