CNV (ploidy—corrected) comparison between fusion and nonfusion group

|:| Fusion (n=203) |:| Non-fusion (n=6128)

p = 0.0039 p = 0.0027

1.01
0.5

2
O 00'
~0.51
~1.01

FGFR3 TACC3
Gene

Note: +2: Deep Amplications; +1: Shallow Amplifications; 0: Unchanged; —1: Shallow Deletions; —2: Deep Deletions



