CNV

CNV (ploidy—corrected) comparison between fusion and nonfusion group

p = 0.00026 p = 0.053 p = 0.053 p = 0.053
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* fadfasfdas,ADAR3 not available in the cnv database.
Note: +2: Deep Amplications; +1: Shallow Amplifications; 0: Unchanged; —1: Shallow Deletions; —2: Deep Deletions



