structural constituent of ribosome

peptide antigen binding-

oxidoreduction—driven active transmembrane transporter activity -
electron transfer activity -

proton transmembrane transporter activity -

T cell receptor binding -

actin binding

cadherin binding-

active monoatomic ion transmembrane transporter activity -
NADH dehydrogenase (ubiquinone) activity -

haptoglobin binding -

NADH dehydrogenase activity

MHC class Il protein complex binding-

ephrin receptor binding-

actin filament binding -

phosphatidylinositol-3,4—bisphosphate binding -

oxygen carrier activity

14-3-3 protein binding -

protein tag activity -

molecular tag activity -

oxidoreductase activity, acting on NAD(P)H, quinone or similar compound as acceptor -
GTPase activator activity -

oxidoreductase activity, acting on NAD(P)H-

MHC protein complex binding -

rRNA binding-

primary active transmembrane transporter activity -
MRNA 5'-UTR binding -

protein kinase C binding -

calcium channel regulator activity -

peptide binding -
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