structural constituent of ribosome

oxidoreduction—driven active transmembrane transporter activity -
electron transfer activity -

active monoatomic ion transmembrane transporter activity -
NADH dehydrogenase (ubiquinone) activity -

NADH dehydrogenase activity -

primary active transmembrane transporter activity -

proton transmembrane transporter activity -

oxidoreductase activity, acting on NAD(P)H, quinone or similar compound as acceptor -
rRNA binding-

tRNA binding-

oxidoreductase activity, acting on NAD(P)H -

transcription coregulator binding A

cadherin binding - p.adjust

ubiquitin ligase inhibitor activity - 0.03

MDM2/MDM4 family protein binding - 0.06

0.09
cytochrome—c oxidase activity -

low—density lipoprotein particle receptor activity -

protein tag activity -

ubiquitin—protein transferase inhibitor activity -

molecular tag activity -

oxidoreductase activity, acting on a heme group of donors-
lipoprotein particle receptor activity -

MRNA 5'-UTR binding -

phosphatidic acid binding-

active transmembrane transporter activity -

cholesterol transfer activity -

protein transmembrane transporter activity -

ilonotropic glutamate receptor binding -

actin monomer binding -
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