structural constituent of ribosome

oxidoreduction—driven active transmembrane transporter activity -
NADH dehydrogenase (ubiquinone) activity -

NADH dehydrogenase activity

proton transmembrane transporter activity -

GTPase regulator activity -

nucleoside-triphosphatase regulator activity -

oxidoreductase activity, acting on NAD(P)H, quinone or similar compound as acceptor -
electron transfer activity -

oxidoreductase activity, acting on NAD(P)H

active monoatomic ion transmembrane transporter activity -
active transmembrane transporter activity -

actin filament binding

GTPase activator activity p.adjust

guanyl-nucleotide exchange factor activity 0.02

0.04

AMP binding
0.06
actin binding -

protease binding -

primary active transmembrane transporter activity -
CARD domain binding

ubiquitin ligase inhibitor activity -

enzyme inhibitor activity -

metal cation:monoatomic cation antiporter activity -
metallopeptidase activity -

protein serine/threonine kinase activity
calmodulin binding -

metalloendopeptidase activity -

protein serine kinase activity -

ubiquitin—protein transferase inhibitor activity -

phosphoric ester hydrolase activity -
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